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CLUSTAL 2.0.3 multiple sequence alignment

Homo_sapie      ------------------------------------------------------------
Pan_troglo      MTQQEQGLESRTNSSRNVRGAIGHKSVAGSQEIIPIFEISDYLEGNILEPSLANSDARSN
Mus_muscul      ------------------------------------------------------------
Rattus_nor      ------------------------------------------------------------
Canis_fami      ------------------------------------------------------------
Bos_taurus      ------------------------------------------------------------
Danio_reri      ------------------------------------------------------------

                                                                            

Homo_sapie      ------------------------------------------------------------
Pan_troglo      SGLNSGGEQESHVDGELPAITANDGRARSGAEGGARARRCSSARAGQEGGARRRPCGVPA
Mus_muscul      ------------------------------------------------------------
Rattus_nor      ------------------------------------------------------------
Canis_fami      ------------------------------------------------------------
Bos_taurus      --------------------------------------------------MWLLMRGPRK
Danio_reri      ------------------------------------------------------------

                                                                            

Homo_sapie      --------------------MVAGMLGLR------------EEKSEDQDLQGLKDKPLKF
Pan_troglo      SAARALPPLGERAVVKAVRKMAAAAAAAPSGGGGGGEEERLEEKSEDQDLQGLKDKPLKF
Mus_muscul      ---------------MAAAAATAAAAAAPSGGGGGGEEERLEEKSEDQDLQGLRDKPLKF
Rattus_nor      --------------------MVAGMLGLR------------KEKSEDQDLQGLKEKPLKF
Canis_fami      --------------------MVAGMLGLR------------EEKSEDQDLQGLKDKPLKF
Bos_taurus      HIPAPPPFVVFSSSQIIKVMLLQGCCGLR------------EEKSEEQDLQGLKDKPLKF
Danio_reri      -----------------MAAAESGEERLRG-----------EDKNEDQ--EGSKDKTQKH
                                       .                 ::*.*:*  :* ::*. *.

Homo_sapie      KKVKKDKKE-EKEGKHEPVQP-----SAHHSAEPAEAGKAETSE-GSGSAPAVPEASASP
Pan_troglo      KKVKKDKKE-EKEGKHEPVQP-----SAHHSAEPAEAGKAETSE-GSGSAPAVPEASASP
Mus_muscul      KKAKKDKKE-DKEGKHEPLQP-----SAHHSAEPAEAGKAETSE-SSGSAPAVPEASASP
Rattus_nor      KKVKKDKKE-DKEGKHEPLQP-----SAHHSAEPAEAGKAETSE-SSGSAPAVPEASASP
Canis_fami      KKVKKEKKE-DKEGKHEPLQP-----PAHHSAEPAEAGKAETSE-GSGSAPAVPEASASP
Bos_taurus      KKVKKDKKE-DKEGKHEPLQP-----AAHHSAEPAEAGKAETSE-GSGSAPAVPEASASP
Danio_reri      KKSKKERHDVEKLETTVSVPPPPSLFTQRDVGQQAEAGKSEPIDPEVGAALSAPESSASA
                ** **:::: :*  .  .: *     . :. .: *****:*. :   *:* :.**:***.

Homo_sapie      KQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAY
Pan_troglo      KQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAY
Mus_muscul      KQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAY
Rattus_nor      KQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAY
Canis_fami      KQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAY
Bos_taurus      KQRRSIIRDRGPMYDDPTLPEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAY
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Danio_reri      KQRRSVIRDRGPMYEDPSLPQGWTRKLKQRKSGRSAGKFDVYLINPEGKAFRSKVELMAY
                *****:********:**:**:*****************:*******:**********:**

Homo_sapie      FEKVGDTSLDPNDFDFTVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGTTRPKA
Pan_troglo      FEKVGDTSLDPNDFDFTVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGTTRPKA
Mus_muscul      FEKVGDTSLDPNDFDFTVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGTGRPKA
Rattus_nor      FEKVGDTSLDPNDFDFTVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGTGRPKA
Canis_fami      FEKVGDTSLDPNDFDFTVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGTARPKA
Bos_taurus      FEKVGDTSLDPNDFDFTVTGRGSPSRREQKPPKKPKSPKAPGTGRGRGRPKGSGTTRPKA
Danio_reri      FQKVGDTITDPNDFDFTVTGRGSPSRREKRPPKKPKMVKP--SGRGRGRPKGSGKVR---
                *:*****  *******************::******  *.  :***********. *   

Homo_sapie      ATSEGVQVKRVLEKSPGKLLVKMPFQTSPGGKAEGGGATTSTQVMVIKRPGRKRKAEADP
Pan_troglo      ATSEGVQVKRVLEKSPGKLLVKMPFQTSPGGKAEGGGATTSTQVMVIKRPGRKRKAEADP
Mus_muscul      AASEGVQVKRVLEKSPGKLVVKMPFQASPGGKGEGGGATTSAQVMVIKRPGRKRKAEADP
Rattus_nor      AASEGVQVKRVLEKSPGKLLVKMPFQASPGGKGEGGGATTSAQVMVIKRPGRKRKAEADP
Canis_fami      ATSEGVQVKRVLEKSPGKLLVKMPFQASPGSKAEGGGATTSAQVMVIKRPGRKRKAEADP
Bos_taurus      AASEGVQVKRVLEKSPGKLLVKMPFQAAPGSKAEGGGATTSAQVMVIKRPGRKRKAEADP
Danio_reri      QATEGVAVKRVIEKSPGKLLVKMPFVAP---KTEPGAPLGQAPVAKARR-GRKRKSEQDP
                 ::*** ****:*******:***** :.   * * *..  .: *   :* *****:* **

Homo_sapie      QAIPKKRGRKPGSV---------------VAAAAAEAKKKAVKESSIRSVQETVLPIKKR
Pan_troglo      QAIPKKRGRKPGSV---------------VAAAAAEAKKKAVKESSIRSVQETVLPIKKR
Mus_muscul      QAIPKKRGRKPGSV---------------VAAAAAEAKKKAVKESSIRSVHETVLPIKKR
Rattus_nor      QAIPKKRGRKPGSV---------------VAAAAAEAKKKAVKESSIRSVQETVLPIKKR
Canis_fami      QAIPKKRGRKPGSV---------------VAAAAAEAKKKAVKESSIRSVQETVLPIKKR
Bos_taurus      QAIPKKRGRKPGSV---------------VAAATAEAKKKAVKESSIRSVQETVLPIKKR
Danio_reri      PSTPKKRGRKPATVSQSTVGTGSAAAYAAAAILTAEAKKKALKESSAKPVQERALPIKKR
                 : ********.:*               .*  :*******:**** :.*:* .******

Homo_sapie      KTRET-------VSIEVKEVVKPLLVSTL---GEKSGKGLKTCKSPGRKSKESSPKGRSS
Pan_troglo      KTRET-------VSIEVKEVVKPLLVSTL---GEKSGKGLKTCKSPGRKSKESSPKGRSS
Mus_muscul      KTRET-------VSIEVKEVVKPLLVSTL---GEKSGKGLKTCKSPGRKSKESSPKGRSS
Rattus_nor      KTRET-------VSIEVKEVVKPLLVSTL---GEKSGKGLKTCKSPGRKSKESSPKGRSS
Canis_fami      KTRET-------VSIEVKEVVKPLLVSTL---GEKSGKGLKTCKSPGRKSKESSPKGRSS
Bos_taurus      KTRET-------VSIEVKEVVKPLLVSTL---GEKSGKGLKTCKSPGRKSKESSPKGRSG
Danio_reri      KTRETLEELEASTTSATETFEKRLTASTVTPTGEEAETGQKPHKHPSRKHKEADPGSSSS
                *****       .:  .: . * * .**:   **:: .* *. * *.** **:.* . *.

Homo_sapie      SASSP---PK------------KEHHHHHHHSESPKAPVPLLPPLPPPPPEPESSEDPTS
Pan_troglo      SASSP---PK------------KEHHHHHHHSESPKAPVPLLPPLPPPPPEPESSEDPTS
Mus_muscul      SASSP---PK------------KEHHHHHHHSESTKAPMPLLP--SPPPPEPESSEDPIS
Rattus_nor      SASSP---PK------------KEHHHHHHHAESPKAPMPLLP--PPPPPEPQSSEDPIS
Canis_fami      SASSP---PK------------KEHHHHHHHSEPPKAPAPLLPPPPPPPPEPQSSEDPAS
Bos_taurus      SASSP---PK------------KEHHHHHHHVEPPKAPAPLLLPPPPPPPEPQSSEDPAS
Danio_reri      GTTASGVAPKSHKKRDQRGQHFKHHHHHHHHHHQHQHLQASTPSTYTPQAHQLSLGHSTH
                .:::.   **            *.******* .  :   .      .* ..  *  ..  
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Homo_sapie      ---PPEPQDLSSSVCKEEKMPRGGSLESDGCPKEPAKTQPAVATAAT--------AAEKY
Pan_troglo      ---PPEPQDLSSSVCKEEKMPRGGSLESDGCPKEPAKTQPAVATAAT--------AAEKY
Mus_muscul      ---PPEPQDLSSSICKEEKMPRGGSLESDGCPKEPAKTQPMVATTTT--------VAEKY
Rattus_nor      ---PPEPQDLSSSICKEEKMPRAGSLESDGCPKEPAKTQPMVAAAATTTTTTTTTVAEKY
Canis_fami      ---PPEPQDLSSGVCKEEKMARGGSLESDGCPKEPAKTQPTVATAAT--------AADKY
Bos_taurus      ---PPEPQDLSSSVCKEEKMPRAGSLESDGCPKEPAKTQPALATAAP--------ATEKY
Danio_reri      GGLENEPQDLSTSRPKAEHVACREEARTGSSSSRDSQNASKMASMTV-------------
                     ******:.  * *::.   . .:...... ::. . :*: :              

Homo_sapie      KHRGEG-ERKDIVS-SSMPRPNREEPVDSRTPVTERVS
Pan_troglo      KHRGEG-ERKDIVS-SSMPRPNREEPVDSRTPVTERVS
Mus_muscul      KHRGEG-ERKDIVS-SSMPRPNREEPVDSRTPVTERVS
Rattus_nor      KHRGEG-ERKDIVS-SSMPRPNREEPVDSRTPVTERVS
Canis_fami      KHRGEG-ERKDIVS-SSMPRPNREEPVDSRTPVTERVS
Bos_taurus      KHRGEG-ERKDIVS-SSMPRPNREEPVDSRTPVTERVS
Danio_reri      --TGESKELRDIVPPSAVPRPSREETVESRTPVSEPVS
                   **. * :***. *::***.***.*:*****:* **
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